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Geminiviruses constitute a group of plant viruses with
circular, single-stranded DNA genomes packaged within
geminated particles that infect a wide range of plants?.
Among the Geminiviridae family, the genus Mastrevirus,
Begomovirus and Curtovirus comprise most of the viral
species capable of infecting dicotyledonous plants.
Monopartite begomovirus and curtovirus possess similar
genome structures?. C3 C3

In plants, RNA silencing Is an important antiviral
mechanism. Geminiviruses must confront both
transcriptional (TGS) and Post-Transcriptional Gene
Silencing (PTGS) to achieve successful infections3+. V2
from of Old Word begomoviruses and from curtovirus
BCTV has been described as a PTGS and TGS
suppressors:6:7.8,9,10,11,12,13.
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V2 proteins from curtovirus and begomovirus have similar functions

1. Strong local PTGS suppressors 2. Act on RDR6/SGS3 silencing pathways
Patch assay in N. benthamiana BCTV V2 phenocopies rdr6 mutation in AMPLICON (AMP) line BCTV V2 is essential for infection and can be
complemented by mutation in rdr6 or dcl2/4.
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In spite of the low homology, V2 proteins contain some conserved domains

Conserved in Begomovirus and Curtovirus
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Mvristovlati tif CxC tif- ial _ _ Leaves from N. benthamiana plants infiltrated with a mixture of two A. tumefaciens cultures expressing GFP and the desired V2 mutant and photographed
yristoylation moti X% MOTIT. essentia Hypothetical Hypothetical under UV light at 5 dpi. Wild type V2 protein and the empty vector (mock) were used as a positive and negative control respectively.
for PTGS suppression phosphorilation site 2 phosphorilation site 3
and infection!.14 (P2) (P3)
| , ) | v ) H1, H2 and P1 are required for systemic but not for local BCTV infection
Conserved only in Begomovirus Conserved only in Curtovirus
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BCTV V2 (as TYLCV V2)is localized in nucleus and ER
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GFP-V2 BCTV GFP-V2H2-1 GFP-V2P1-1 GFP-V2T143D Symptoms observed at 21 dpi in N. benthamiana plants

agroinoculated with wild-type and BCTV viruses containing
mutations in V2.

Mutations in H1, H2 and P1 cause a reduction in the symptoms produced
by BCTV V2 expression from PVX
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Confocal images of Nicotiana benthamiana leaf epidermal cells showing transient expression of GFP-V2, GFP- -V2H1 PVX-V2H?2

_ ) PVX PVX-V2 PVX
V2H2, GFP-V2P1-1 and GFP-V2T43D proteins at 3dpi.
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