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Comparative structural analysis of the drought responsive
dehydrin and aguaporin gene families in Brachypodium
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INTRODUCTION

Dehydrins (DHNSs) belong to the group 2 LEA (Late Embryogenesis Abundant) protein genes and play an important role in the response of the plant to abiotic stress,
mainly heat, salinity and drought stresses. Under these stresses, DHNs accumulate to a large extent in maturing seeds and in all vegetative tissues. As many studies
reveal, there is a positive correlation between DHN gene expression (creation of DHN proteins) and plant stress tolerance. Aquaporins (AQPs) belong to the major
Intrinsic protein (MIP) superfamily of membrane proteins conserved in plants and animals as well as bacteria. Supporting evidence suggests that AQPs have an
Important role in stomatal closure and circadian regulation. There are more than 150 MIPs identified and, although some of them are constitutively expressed, others
are regulated in response to drought and salinity.
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